A Gram-negative, rod-shaped, phototrophic bacterium (JA181 T ) was isolated from a tidal water sample. On the basis of 16S rRNA gene sequence similarity, strain JA181 T was shown to belong to the class Alphaproteobacteria, most closely related to Rhodovulum sulfidophilum (97.8 % similarity to the type strain), Rhodovulum adriaticum (93 %), Rhodovulum robiginosum (93 %), Rhodovulum iodosum (94 %), Rhodovulum imhoffii (94 %), Rhodovulum strictum (95 %), Rhodovulum euryhalinum (94.6 %) and Rhodovulum marinum (94.6 %). DNA-DNA hybridization with Rdv. sulfidophilum DSM 1374 T (relatedness of 39 % with strain JA181 T ) and physiological and biochemical tests allowed genotypic and phenotypic differentiation of strain JA181
) and physiological and biochemical tests allowed genotypic and phenotypic differentiation of strain JA181
T from the eight Rhodovulum species with validly published names. Strain JA181 T therefore represents a novel species, for which the name Rhodovulum visakhapatnamense sp. nov. is proposed (type strain JA181 T 5JCM 13531 T 5ATCC BAA-1274 T 5DSM 17937 T ).
The genus Rhodovulum currently comprises eight species with validly published names, which include two described by our group, Rhodovulum marinum (Srinivas et al., 2006) and Rhodovulum imhoffii (Srinivas et al., 2007) . In this communication, we propose a novel species of this genus for a strain that was isolated from tidal seawater.
During the characterization of anoxygenic phototrophic bacteria isolated from marine habitats, strain JA181 T was recovered from phototrophic enrichments (with 2 % NaCl) of a tidal water sample collected on 13 March 2005 from Ramakrishna beach at Visakhapatnam on the Bay of Bengal, on the eastern coast of India. The GPS position of the collection site was 17 u 429 N 83 u 189 E. The sample that yielded strain JA181
T had a pH of 6.8, salinity 3 % and a temperature of 30 u C. Purification and polyphasic taxonomic studies were carried out as described earlier (Srinivas The GenBank/EMBL/DDBJ accession number for the 16S rRNA gene sequence of strain JA181 T is AM180707. T to other purple non-sulfur bacteria was examined by 16S rRNA gene sequencing. The data obtained revealed that the sequence of the new isolate formed a separate branch in the cluster of the genus Rhodovulum ( Fig. 1 ) and was distinct from other genera of purple non-sulfur bacteria. The highest 16S rRNA gene sequence similarities of strain JA181
T were found with the type strains of Rhodovulum sulfidophilum (97.8 %), Rhodovulum adriaticum (93 %), Rhodovulum robiginosum (93 %), Rhodovulum iodosum (94 %), Rdv. imhoffii (94 %), Rhodovulum strictum (95 %), Rhodovulum euryhalinum (94.6 %) and Rdv. marinum (94.6 %). DNA-DNA hybridization with Rdv. sulfidophilum DSM 1374 T revealed a relatedness of only 39 % with strain JA181 T . In addition to the 16S rRNA gene sequence dissimilarity and Rhodovulum visakhapatnamense (vi.sa.kha.pat.na.men9se. N.L. neut. adj. visakhapatnamense pertaining to Visakhapatnam, the place from which the type strain was isolated).
Cells are rods, 0.9 mm wide and 1.2 mm long, non-motile and multiply by binary fission. Gram-negative. Growth occurs under anaerobic conditions in the light (photoorganoheterotrophy) or under aerobic conditions in the dark (chemo-organoheterotrophy). Internal photosynthetic membranes are of the vesicular type. The colour of phototrophic cultures is yellowish-brown, while aerobic cultures are pink. The in vivo absorption spectrum of intact cells in sucrose exhibits maxima at 377, 467, 520, 590, 802 and 857 nm. Photosynthetic pigments are bacteriochlorophyll a and most probably carotenoids of the spheroidene series. The type strain is mesophilic (temperature range 20-35 u C, optimum at 28 u C), with a pH optimum at pH 6.0-8.0 (range pH 4.0-9.0). Sodium chloride is not required but the type strain tolerates up to 10 % NaCl. Photo-organoheterotrophy with various organic compounds is the preferred mode of growth. T 5DSM 17937 T ), was isolated from marine surface and tidal waters exposed to light.
